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Evolution of Ant-Mimicking Beetles 
 

Figure 1: 

 
Figure 2: 

 
Caption: Figure 1 shows one species of ant-mimicking rove beetle (front) next to the ant species (back) that it mimics. 
The top half of Figure 2 shows more species of rove beetles from the same subfamily, Aleocharinae. “Free-living” 
beetles (example shown on the left) have a generalized beetle body type. “Army ant social parasite” beetles (examples 
shown on the right) have a specialized ant-mimicking (also called “myrmecoid”) body type. The bottom half of Figure 2 
shows the evolutionary relationships among multiple Aleocharinae lineages that are either generalized (black) or ant-
mimicking (orange). The labeled circle indicates the most recent common ancestor of all the ant-mimicking lineages. 
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BACKGROUND INFORMATION BIG IDEAS, NOTES & QUESTIONS 

Rove beetles are a large family of beetle species 
found all over the world. Although most rove 
beetles live freely on their own, many species in 
the subfamily Aleocharinae live closely with 
another type of insect: army ants. These beetles 
are called “ant-mimicking” beetles because they 
have developed bodies, behaviors, and chemical 
signals similar to those of ants, which tricks the 
ants into accepting the beetles into their 
colonies. Once the beetles begin living in the ant 
colonies, they secretly steal the ants’ food and 
eat their eggs. Species like these beetles, which 
live with and take advantage of other species’ 
colonies, are called social parasites.  

There are many species of ant-mimicking rove 
beetles, each of which has adapted to mimic the 
specific army ant species that it lives with as a 
parasite. In this study, scientists explored the 
evolutionary origins of all the ant-mimicking rove 
beetles. The scientists used DNA sequencing to 
analyze samples from many Aleocharinae beetle 
species, both those that live with ants and those 
that do not. They then used this data to make a 
phylogenetic tree, a diagram of the evolutionary 
relationships among the species. 
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